. Figure S2 . SOD1 Minigene RNA half-life. SOD/TO or SOD187M/TO cells were seeded at 10,000 cells/well in 96 well plates then treated for 18 hours with 1 ug/ml TET to induce steady-state levels of the minigene transcript. Cells were washed extensively with PBS, then incubated in DMEM with 10% FCS and 5 ug/ml of Actinomycin D. Cells were harvested from 0-24 hours following the addition of Actinomycin D and total RNA purified. Minigene RNA levels were quantitated by qRT/PCR using primer/probe sets specific for the spliced or pre-mRNA. RNA levels are shown relative to T=0 for mRNA (A) or pre-mRNA (B) and are the mean of 4 replicate wells and normalized to total input RNA as determined by Ribogreen assay. SOD/TO cells, blue lines; SOD187M/TO cells, red lines A) B) Figure S3 .Transit times and target RNA degradation rates unaffected by ASO length or chemistry. HEK 293 cells harboring the SOD/TO minigene (solid lines) or the SOD/TO minigene and pcDNA3.1-RHA (+H1, dashed lines) were induced overnight with TET to establish steady-state RNA levels. TET was removed and cells washed extensively to stop transcription. Cells were immediately transfected with with a 5-10-5 MOE gap-mer ASO (MOE, blue) or with a 3-10-3 cEt gap-mer ASO (cEt, red) using Lipofectamine 2000, then harvested at various times after initiation of transfection with RLT lysis buffer and total RNA purified. Levels of total minigene RNA were assessed by qRT/PCR as described in Figure  6 . [minutes] fg RNA 0: 00 1: 00 2: 00 3: 00 4: 00 5: 00 6: 00 7: 00 8: 00 9: 00 
